Mitigating transgene silencing in C. reinhardtii— Examining synergisms

of transgene silencing factors through genome editing
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4. Quantifying transgene expression in knock-out strains

2. Transgene silencing
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3. Knock-out of key factors
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» Strain A51 reached up to 400% higher patchoulol
productivity than UVM4 (1.19 mg/g CDW)
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